A single-cell, spatial multiomics atlas and cellular interactome of all major skin cancer types
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Cellular Interactome

scRNASeg-inferred LR pairs are more prevalent in cancer samples

Introduction

 Three major forms of skin cancer:

Our scRNASeq atlas of 30 cell types shows changes in cell type and
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With spatial information (CosMXx)
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Cell type mapping in CosMx data reveals distinctive cellular layers

Spot deconvolution in Visium data shows
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SCC patient P30 validated spatially using complementary technologies

» Spatial transcriptomics data highlights cell type organisation
in distinct functional tissue layers

* SCRNASe( reveals cancer-specific cell crosstalk

» Spatial data indicates cancer-, patient- &
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