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Spatially Resolved Transcriptomics Deconvolutes Prognostic Histological
Subgroups in Patients with Colorectal Cancer and Synchronous Liver Metastases

Background Experimental Setup
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which remains a large contributor to death. Four consensus
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to project prognosis into the metastatic setting. Primary, matched metastasis, subtyped
Tissue Type Colorectal cancer specimens

Research Questions PanCancer IO 360™, Cancer Transcriptome

Assay Atlas
. Is “stromal noise” observed with bulk transcriptional
analysis potentially concealing biological pathway Analyte RNA
discovery and intratumoral heterogeneity

characterization?

. What can spatial transcriptomics reveal about the Spatially Resolved Transcriptomic Comparison of nCounter® 10 360™
functional biology underlying clinically relevant subtypes Analysis Using NanoString Cancer and GeoMx® CTA Gene Expression in
Transcriptome Atlas Gene Sets Matched Samples

in matched primary and CRLM?
. Does bulk transcriptional analysis on nCounter correlate
with spatial transcriptional analysis with GeoMx?
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Results & Conclusions

. Spatial transcriptomics uncovers heterogeneity between patients, lesions, and within individual lesions to identify drivers of metastatic progression
in colorectal cancer.

. Specific regions in CRC influence outcome more than others. These regions offer a treasure trove of possible biomarkers & drug targets.

. nCounter and GeoMx together enable the study of existing bulk transcriptomic signatures, molecular subtypes and explore the biology within these
groups spatially.
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