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- Skin cancer is most common cancer diagnosis

- Three common types: 

  + Squamous cell carcinoma  (SCC) and Basal 

cell carcinoma (BCC) cost USD 5 Billion

  + Melanoma (USD 3 Billion)

- Spatial mapping of cell types enhances under-

standing of causes and improve diagnosis

Cancer atlas

Healthy Cancer

Our atlas of 28 cell types shows changes in cell type and 

expression across healthy and cancer samples
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Ligand-receptor interaction
PD-1+ immune cells interact with PD-L1+ cancer cells 

at the tumour boundary

with PanCK+ cells
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• We generated the single cell and spatial atlas 

  of SCC, BCC, and melanoma cancers, with focus on 

  SCC cancer and melanoma 

• 28 SCC cell types were identified and validated by 

  complementary methods 

• Cell-cell interactions specfic for cancer states were determined
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Spatial atlas (Spatial Molecular Imager) 
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